TSI Manual

The tau index indicates how specific or broadly expressed a gene or transcript is, within studied tissues.
The index 1 i1s defined as:

?,:1(1 —X;)
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Where, N is the number of tissues and xi is the expression profile component normalized by the maximal
component value (Yanai et al., 2005)

The values of tau vary from 0 to 1:
Ubiquitous or broad expr (z<0.5)
Intermediate expr (0.5 <7<0.9)
Tissue-specific or narrow expr (z>0.9)

TSI calculator allows user to calculate tissue specificity index using normalized expression profile of genes.



Users can follow the following steps to get the TSI table.
1. Input data:

First click on ‘choose file’ to choose the CSV file of expression value. Browse the file from your system and
open it.
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TSI: Tissue Specificity Index

The tissue specificity index is a measure of the relative expression of a gene across different tissues or cell types. It is commonly
used to identify genes that are highly expressed in a specific tissue, which can provide insights into the function of that tissue and
the roles of the genes involved. The tissue specificity index is calculated by comparing the expression of a gene in a specific
tissue to its expression in all other tissues in a given dataset. Genes with a high tissue specificity index are considered to be highly
tissue-specific and may be involved in tissue-specific functions, while genes with a low tissue specificity index are considered to

have a more universal role. The tissue specificity index is a useful tool for studying gene expression patterns and tissue-specific
functions.

Select to upload CSV file: | Choose File | No file chosen | Submit |

click here for the example file
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You can also use ‘example file’ to RUN the TSI calculation. Click on ‘click here for the example file’ to download
the example file.
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Save the file in your system. Then chose this file to run TSI calculation.
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An example .csv file used for calculation of TSI calculation
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1 |IncRNAd  Avg F Avg F Avg F
2 |CB Inc 0001  4.485  29.85 30.535
3 |CB_Inc_0006 17.575 2.09 128
4 |CB_Inc_0010  4.365 0.52 173
5 |CB_Inc_0011 4.74 348 1.525
6 |CB_Inc_0012 2.265 14.99 0
7 |CB_Inc_0013 5.49 503.485  5.53
3 |CB_Inc_0014 747 29 757

% |CB_Inc_0015 158.285 17.66 5.275
10 |CB_Inc_0018  85.17 4.04 0.715
11 |CB_Inc_0032 4.2 2.81 1.875
12 |CB_Inc_0038 219 1125 1.215
13 |CB_Inc_0033 2.845  3.0685 2.515
14 |CB_Inc_0040 277 L1085 0.565
15 |CB_Inc_0043  63.725 14.315 1.115
16 |CB_lnc_0045 3.81 2.98 1.315
17 |CB_Inc_0048 30.655 20.73  7.39
18 |CB_Inc_0034 444 2175 154
19 |CB_Inc_0062 1575 2335 0.87
20 |CB_Inc_0063 2475 1425 1.045
21 |CB_Inc_0065 2.605 2795 3.295
22 |CB_Inc_o0&6 3.13 9.96  3.04
23 |CB_Inc_0071  5.175 10.845 2.44
24 |CB_Inc_0072  5.135 233 169
25 |CB_Inc_0073 349 2135 1.715



2. Run the TSI calculation:

After choosing the file Click ‘submit’ button to submit your file and run the analysis.
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TSI: Tissue Specificity Index

The tissue specificity index is a measure of the relative expression of a gene across different tissues or cell types. It is commonly
used to identify genes that are highly expressed in a specific tissue, which can provide insights into the function of that tissue and
the roles of the genes involved. The tissue specificity index is calculated by comparing the expression of a gene in a specific
tissue to its expression in all other tissues in a given dataset. Genes with a high tissue specificity index are considered to be highly
tissue-specific and may be involved in tissue-specific functions, while genes with a low tissue specificity index are considered to

have a more universal role. The tissue specificity index is a usefuy studying gene expression patterns and tissue-specific
functions.

Select to upload CSV file: | Choose File | test csv

click here for the example file
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3. Get the results

Results will appear on screen after TSI calculation at server.
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The Tissue specificity Index

B : housekeeping genes
greater than or equal to @.9 : tissue-specific genes

1 CB_lnc_aeal @.43777632225315

2 CB_lnc_@eac @.9841251778@939

3 CB_lnc_9@l1a @.74226884123711

4 CB_lnc_9@ll ©.47284541358211

5 CB_lnc_9@l12 @.924449633838873



4. Download the results

Results can be downloaded by clicking on ‘click here for the results file’ at the bottom.

click here for the result file
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Results will be downloaded in .txt file format
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gene_ID T5I
CE_1lnc_aaal
CE_1nc_2a8s
CE_1nc_2ala
CE_1lnc_aall
CE_1nc_9alz2
CE_1nc_2al3
CE_1nc_2al4
CBE_1lnc_aals
CE_1lnc_@als
CE_1nc_2a32
CE_1lnc_2a3s
CE_1nc_@a3o
CE_1lnc_oa4a
CE_1lnc_aa43
CE_1nc_2a45
CE_1nc_2a4s5
CE_1nc_2as4
CBE_1lnc_oas2
CE_1lnc_aas3
CE_1nc_2ass5
CE_1nc_2as6
CBE_1nc_2a71
CBE_1lnc_2a72
CE_1lnc_@a73
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LSB412517758935
LF42263084123711
LAT284541358211
. 92444503308873
. 9E9855843007595
. 34943538268597
9275515683735
LO7288524128214
4422619847619
. 465753424565753
LA2561174551387
LIS TR1T732852
.B785932914563858
.436351786083675
. 54134725167183
L55164414474474
.52152641878669
JSalalelelelal
.18857663125948
. 6982618441 7671
L A5445575547 992
. 53856804654333
LAAZA2ABBETETEL



5. Going back to home

Click at ‘Home’ to get back to home page

click here for the result file
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