
TSI Manual

The tau index indicates how specific or broadly expressed a gene or transcript is, within studied tissues.

The index τ is defined as:
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𝑁 − 1

Where, N is the number of tissues and xi is the expression profile component normalized by the maximal 
component value (Yanai et al., 2005)

The values of tau vary from 0 to 1: 
Ubiquitous or broad expr (τ ≤ 0.5)

Intermediate expr (0.5 < τ < 0.9)

Tissue-specific or narrow expr (τ ≥ 0.9)

TSI calculator allows user to calculate tissue specificity index using normalized expression profile of genes. 



Users can follow the following steps to get the TSI table. 

1. Input data: 

First click on ‘choose file’ to choose the CSV file of expression value. Browse the file from your system and 

open it.



You can also use ‘example file’ to RUN the TSI calculation. Click on ‘click here for the example file’ to download 

the example file. 



Save the file in your system. Then chose this file to run TSI calculation.



An example .csv file used for calculation of TSI calculation



2. Run the TSI calculation:

After choosing the file Click ‘submit’ button to submit your file and run the analysis.



3. Get the results

Results will appear on screen after TSI calculation at server.



4. Download the results

Results can be downloaded by clicking on ‘click here for the results file’ at the bottom. 



Results will be downloaded in .txt file format



5. Going back to home

Click at ‘Home’ to get back to home page
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