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This database include of following menu bar:

1) Home 

2) miRNA

3) lncRNA

4) circRNA

5) SSR

•Enter the no. of SSR (type from 1-6)

•Enter the repeat 

•Click for search

User can explore these options for extracting information which are available in the 

database.

For any information, please contact us through the email id provided in the contact 

us tab.



Click on shown menu for miRNA detail

This window shows miRNA details: After clicking on miRNA the following page will be

opened in which user can view detail information like miRNA id, Sequences, GC%,

miRNA length, MFE, MFEI, miRNA’s target gene, miRNA’s Target Function and type of

SSR



Click here for next page



•miRNAid : miRNA are nomenclature as per Ambros Rule. 

•Sequences : Nucleotide sequences are provided.

•GC%: The highest value is 70.26  followed by 30.43 as lowest value with an average of 37.20.

•miRNA length: The miRNA length lies between 21-25 nucleotides.

•MFE: Minimum free energy.

•MFEI: Minimum free energy index.

•miRNA’s target gene: Target gene were retrieved from Phytozome database.

•miRNA’s Target Function: Target gene’s function were retrieved from Phytozome database.

•Type of SSR:  Krait tool was used for SSR identification.

Some important points on above  used scientific abbreviations



Click on shown menu for lncRNA detail

This page display the detail information of incRNA e.g. lncRNAid, Length, CPC index,

IRSOM Accuracy score, FPKM value, MFE, type of SSr, lncRNA’s target gene and

lncRNA’s target function



Some important points on above  used scientific abbreviations

• lncRNA id: First letter from genus and last two letter from species eg. Ahy_lncRNA_001

• Length: Length is greater than 200 base pair.

• CPC index: coding potential calculator index less than -1.

• IRSOM Accuracy score: 

• FPKM value: Expression value of lncRNA

• MFE: Minimum free energy

• Type of SSR: SSR bearing lncRNA

• lncRNA’s target gene: Target gene were retrieved from Phytozome database

• lncRNA’s target function: Target gene’s function were retrieved from Phytozome database



Click here for circRNA

This window displays the Information of circRNA e.g circRNA id, Length, FPKM Value,

CPC_Index, Non_Coding Prob, Sponge miRNA and miRNA’s Target Function



Some important points on used scientific abbreviations

•circRNA id : First letter from genus and last letter from species eg. Ah_circ001

•Length: Length of circularRNA. It ranges from 138 to 27121 as longest and smallest length respectively.

•FPKM Value: Expression value of circRNA

•CPC_Index: Coding potential calculator

•Non_Coding Prob: it shows the non coding probability of circular RNA.

•Sponge miRNA: Interaction between circular RNA and miRNA.

•miRNA Target Function: Target gene’s function were retrieved from Phytozome database



Enter the no. of SSR type 

from 1-6

And enter the repeat and 

click for search

Click here for SSR



Click here for 

Primer’s detail

After clicking on search button the following page will be opened in which user can view
SSR information like SSR_id, Motif, Type, Repeats, SSR length, SSR on Gene and Primer



After clicking on Primer the following page will be opened in which user can view detail

information e.g. SSR_id, Forward Primer, TM, GC%, Reverse Primer, TM, GC% and

Product Size



•SSR_id:

•Motif:

•Type: mono, di, tri, tetra, penta and hexa nucleotide SSRs

•Repeats:

•SSR length: Total length of SSRs

•SSR Gene: Presence of SSRs on gene

•Forward Primer

• TM : Melting Temperature

• GC%: Total GC content

• Reverse Primer

• TM: Melting Temperature

• GC% :GC content

•Product Size : Total size of primer including both forward and reverse primer.

Some important points on above  used scientific abbreviations



For further information, please contact us


